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Illumina NGS Sequencing at Department of Biology
An Illumina NEXTSeq 550 Sequencer is available for use by all groups at the
Department of Biology. The sequencer is located in the Biocenter building 2.1.
The Illumina sequencing platform is the most used and commercial kits for
construction of Illumina compatible sequencing libraries can be purchased from
a range of suppliers for the analysis of many different biological questions. The
use of such kits will lead to indexed sequencing libraries, which can be pooled
and sequenced on the NextSeq at the prices quoted below.
Current prices including 10 % surcharge for internal users*:
• 7600 DDK for 130 M reads (150 bp or 2x75 bp long)
• 10420 DDK for 400 M reads (75 bp long)
• 12250 DDK for 130 M reads (300 bp or 2x150 bp long)
• 20500 DDK for 400 M read (150 bp or 2x75 bp long)
• 32000 DKK for 400 M (300 bp or 2x150 bp long)
*We have an agreement with Illumina, providing 8% discount on regular list prices. All internal (BIO users)
pay a 10% surcharge, while external Non-BIO UCPH users pay a 30% surcharge. The prices above include
the 10% surcharge. The kit surcharge pays for the Illumina service contract on the machine.
To set things in perspective, a typical RNAseq sample for mammalian cells will require 30-40 M reads,
meaning that 10000 DKK will allow the analysis of at least 10 samples to give a global view of transcription.
For bacterial cells much lower sequencing depth is sufficient. A full human genome can be sequenced to
~30X sequencing depth in a single run for 32000 DKK but for large genome sequencing projects
commercial suppliers such BGI are much cheaper (currently in the range of $600 for a human genome).
SCARB is managing the machine and we will do what we can to help BIO groups that want to start
sequencing, but we are not a core facility in the sense that we perform the sequencing for you.
We have set up a booking calendar for the machine and here BIO groups can order the Illumina
flowcell/reagents required for sequencing and book run times. When you have booked a time slot in the
system and selected the type of sequencing, we will order the required sequencing flowcell/reagents and
receive/store it safely until you need it.
If you want to start using the Illumina NEXTSeq 550 Sequencer
Start by contacting lisbeth.borbye@bio.ku.dk to receive and sign a contract (see below) to become a PI/VIP
user and receive access to the booking system. You will also receive a Quick Guide outlining the steps
below.
To purchase flowcell/reagents and reserve runtimes:
Step 1: Go to http://www2.bio.ku.dk/nextseq/
Step 2: Provide VIP, superuser (responsible for setting up, loading and starting the machine), KU alias-,
KU sted- and KU spec (if any) information, select the flowcell/reagents
Step 3: Select date(s) for run
To perform sequencing:
Step 1: Superuser prepares the sample sheet, loads samples and starts the run.
Step 2: Superuser downloads data from machine or via Illumina Basespace.
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